. Cdc5 deletions are stable. Western blot of a Cdc5-TAP strain overexpressing cdc5 + , cdc5 ∆R1 , cdc5 ∆R2 , cdc5 ∆D3 , and cdc5 ∆D3::Myb under control of the nmt+ promoter in pREP3X. Deletion constructs were overexpressed in the Cdc5-TAP background to easily distinguish between the endogenous and overexpressed protein. "*" marks the position of endogenous Cdc5-TAP. Top panels, anti-Cdc5 Western blot. Bottom panels, anti-pSTAIR Western blot.
. Helices colored as in Figure S4A . Structures are shown at 0˚ and 90˚. Figure S6 . Chemical shift analysis of Cdc5-D3 with ssRNA and MS2 dsRNA. All graphs are chemical shifts (∆ppm) from 15 N-1 H HSQC of Cdc5-D3 at a 1:1 molar ratio with three different RNAs. (A) Cdc5-D3 titrated with U2 ssRNA. (B) Cdc5-D3 titrated with U6 ssRNA. (C) Cdc5-D3 titrated with MS2 dsRNA. The twenty strongest chemical shifts are above the dashed line. (D-E) Chemical shifts from Cdc5-D3 and MS2 dsRNA NMR titration were plotted in cyan onto two of the ten lowest energy models of Cdc5-D3. Models have an added flexible C-terminal extension that was not included in the CS-Rosetta calculations due to lack of NOEs but do interact with RNA. Models shown at 0˚ and 90˚.
